Figure S1
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: RNA processing and modification

: Chromatin structure and dynamics

: Energy production and conversion

: Cell cycle control, cell division, chromosome partitioning
: Amino acid transport and metabolism

: Nucleotide transport and metabolism

: Carbohydrate transport and metabolism

: Coenzyme transport and metabolism

: Lipid transport and metabolism

Translation, ribosomal structure and biogenesis

: Transcription

: Replication, recombination and repair

: Cell wall/lmembrane/envelope biogenesis

: Cell motility

: Posttranslational modification, protein turnover, chaperones

: Inorganic ion transport and metabolism

: Secondary metabolites biosynthesis, transport and catabolism
: General function prediction only

: Function unknown

Si?nal transduction mechanisms ]
Intracellular trafficking, secretion, and vesicular transport

: Defense mechanisms

: Extracellular structures
Nuclear structure
Cytoskeleton



Color Key

Figure S2

0.4 0.2

XJ2_whey
XI5_whey
XJ3_whey
XJ4_whey
SD4_whey
SD1_whey
SD5_whey
SD2_whey
S03_whey

XJ1_whey



Figure S3 XP_014684374 1

XP_014700570.1

XP_014690156.1
P_014683912.1
XP_014686860.1
" XP_01468619
~014715209.1 XP_014703155.1
\ XP_01470291 -,‘ "E 014686199 1
N .
XP_014689680.1 § XP_01470798

XP_014706550.1 " —

XP_014719010.1

‘,/ unw iR \ “/ :
)’(P_Q“ n?“g%‘\‘ {’4‘

XP.
=T P_014699916-
XP_014705574.1 \
XP_014718663.1 X \
%
o (e

XP_014686835.1



Figure S4
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0.48
0.03
0.53
0.45

SD

0.43
0.07
0.47
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